In recent years, mycological epidemiologists have developed numerous biotyping techniques for recognizing subtypes within species. Biotyping often is used to probe the distribution patterns of pathogenic variants and individual disease-causing strains (11) . One particularly accessible means of typing isolates is the use of fungal enzymatic activity profiling kits such as the Yeast-IDENT system or the API ZYM system (Analytab Products, Plainview, N.Y.). Enzymatic profiles drawn up by means of such kits have given promising results for infraspecific and specific recognition in such difficult groups as the medically important yeasts (4) , plant-pathogenic Fusarium spp. (14) , and members of the genera Penicillium, Monascus (2, 3) , and Prototheca (5) . In the present study, we investigated the use of the Yeast-IDENT enzymatic activity profiling kit for the biotyping of isolates within the somatically dimorphic, pathogenic species Ajellomyces dermatitidis McDonough and Lewis (anamorph, Blastomyces dermatitidis Gilchrist and Stokes). We anticipated that the ability to biotype A. dermatitidis might increase our understanding of its biology and epidemiology both in broadly circumscribed endemic regions (7) and in local outbreak situations (e.g., see reference 9). In addition, we expected that enzyme profiling might shed some additional light on the degree of divergence between the African and North American variants of A. dermatitidis (13) . These variants differ in morphology, mating behavior (13) , and serotype (8) trials was in the responses of different isolates to the P-galactosaminidase test. Only six isolates showed this response, and five of these six showed it consistently. A gradient was seen in which three isolates (the serial isolates FR 325 and FR 514 and the African isolate ATCC 56214) showed ,3-galactosaminidase reactions generally stronger than the a-and 3-glucosidase reactions, two (OMH 47 and FR 1214) showed reactions as strong as or weaker than the glucosidase reactions, and one (FR 1556) showed a very weak ,3-galactosaminidase reaction that was inconsistently detected. (The strength and weakness of reactions were gauged by comparing the intensities of yellow coloration appearing in the reaction test wells.) The remaining 14 isolates consistently showed no ,B-galactosaminidase reaction.
The presence of one isolate with a weak P-galactosaminidase reaction prevents the delineation of two mutually exclusive biotypes on this basis but does not detract from the usefulness of the character in distinguishing between the far more common isolates which show unambiguous reactions. 
